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DeID (deidentification) of clinical narrative data in French, German and Italian 
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LOINC for Swiss Laboratories (L4CHLAB) 
 
DeID 
The DeID infrastructure project is a small project that is intended to clarify the problem of document narratives 
deidentification in medicine. This field has been the subject of extensive work and publications for the last 20 years, 
with all type of approaches: knowledge driven, rule-based, statistical and probabilistic. 
The first step of this project has been to clarify the definition of identification. A literature scoping review was done 
(JMIR 2019, Chevrier et al.) in order to better draw the landscape of this understanding. The unclear understanding of 
deidentification in the scientific community has thus led to propose to have a formal definition within SPHN, following 
the US HIPAA rules. 
The second step has been to clarify the constraints of care providing organization towards deidentification. The 
constraints are defined by the fact the system must be able to be industrialized for IT production, must be explainable 
in case of problems, must be correctable, and that it is possible to commit to correction. 
The definition of a strategy with 3 pillars: 
- Pillar 1 – knowledge driven. All the identifiers known, such as name, address, patient ID, social security number, 

etc can be easily deleted. 
- Pillar 2 – rule based. A rule based engine can apply the regulatory framework of HIPAA. 
- Pillar 3 - machine learning 
The third step has been to implement a rule-based approach in order to address the requirements of step 2, based on 
finite state automata. Finite state automata comply with all needs identified at step 2, but are labor intensive, language 
specific and, to some extent, document specific. The rules have been defined for several documents in CHUV and HUG 
in French, and are currently defined in German and Italian, as well. 

 
L4CHLAB 
Providing a proper and interoperable encoding of laboratory analysis is more difficult than it seems. This is one of the 
reasons why the adoption of LOINC, the usual standard used for most analyses, is so slow. As a first step, the reason 
slowing the adoption have been analyzed and it has been found that LOINC best describes both pre-analytical and 
analytical phases. Thus, the choice of a code for a specific analysis depends and these two phases, which themselves 
depends on the manufacturers, automata and kits used. It is therefore not possible to enforce a unique coding for 
LOINC, as this would lead to all laboratories having to use exactly the same machines from the same manufacturers, 
the same kits and sometimes batches, and at the same time. As a second step, a strategy document has been written 
to clarify these points, and the fact that different LOINC codes could, and will, be used for similar analysis. 
The third phase was to build a first positive list of > 1’200 analysis that has been validated by HUG, CHUV, Inselspital, 
Hôpital du Valais and Hôpital de Fribourg, and endorsed by FAMH. 
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